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represented by SEQ ID NOS : 1, 4, 6^ 9 and 12 as set forth in claim 1 have 
no matter in common. Since there is no other matter seemingly corresponding 
to a special technical matter in the meaning as specified in the second sentence 
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INTERNATIONAL PRELIMINARY EXAMINATION REPORT 



International application No. 

PCT/JP99/02485 



I. Basis of the report 



1. With regard to the elements of the international application:* 
[X] the international application as originally filed 

the description: 
pages 
pages 
pages 



y as originally filed 

, filed with the demand 



, filed with the letter of 



□ 



the claims: 

pages 

pages 

pages 

pages 



, as originally filed 

, as amended (together with any statement under Article 1 9 

, filed with the demand 



, filed with the letter of 



□ 



the drawings: 

pages 

pages 
pages 



, as originally filed 

, filed with the demand 



, filed with the letter of 



I I the sequence listing part of the description: 
pages 
pages 
pages 



, as originally filed 



filed with the demand 



, filed with the letter of 



2. With regard to the language, ail the elements marked above were available or furnished to this Authority in the language in which 
the international application was filed, unless otherwise indicated under this item. 

These elements were available or furnished to this Authority in the following language which is: 

the language of a translation furnished for the purposes of international search (under Rule 23. 1(b)). 
the language of publication of the international application (under Rule 48.3(b)). 

the language of the translation furnished for the purposes of international preliminary examination (under Rule 55.2 and/ 
or 55.3). 

3. With regard to any nucleotide and/or amino acid sequence disclosed in the international application, the international 
preliminary examination was carried out on the basis of the sequence listing: 

contained in the international application in written form, 
filed together with the international application in computer readable form, 
furnished subsequently to this Authority in written form, 
furnished subsequently to this Authority in computer readable form. 

The statement that the subsequently furnished written sequence listing does not go beyond the disclosure in the 
international application as filed has been furnished. 

The statement that the information recorded in computer readable form is identical to the written sequence listing has 
been furnished. 

The amendments have resulted in the cancellation of: 

the description, pages 

the claims, Nos. 



. □ 



the drawings, sheets/fig 



^ I I This report has been established as if (some of) the amendments had not been made, since they have been considered to go 
— beyond the disclosure as filed, as indicated in the Supplemental Box (Rule 70.2(c)).** 

* Replacement sheets which have been furnished to the receiving Office in response to an invitation under Article 14 are referred to 
in this report as "originally filed" and are not annexed to this report since they do not contain amendments (Rule 70.16 
and 70. 1 7). 

Any replacement sheet containing such amendments must be referred to under item J and annexed to this report. 



Form PCT/IPEA/409 (Box I) (July 1 998) 



'V 





INTERNATIONAL PRELIMINARY EXAMINATION REPORT 



International application No. 

PCT/JP99/02485 



III. Non-establishment of opinion with regard to novelty, inventive step and industrial applicability 

1. The questions whether the claimed invention appears to be novel, to involve an inventive step (to be non obvious), or to be 
industrially applicable have not been examined in respect of: 

the entire international application. 




claims Nos. 
because: 



the said international application, or the said claims Nos. 

relate to the following subject matter which does not require an international preliminary examination (specify). 



□ 



the description, claims or drawings (indicate particular elements below) or said claims Nos. 
are so unclear that no meaningful opinion could be formed (specify): 



□ 



the claims, or said claims Nos. 

by the description that no meaningful opinion could be formed. 



are so inadequately supported 




no international search report has been established for said claims Nos. 1-lQ, the parts relating to Sequence No. 4-14 



2. A meaningful international preliminary examination cannot be carried out due to the failure of the nucleotide and/or amino acid 
sequence listing to comply with the standard provided for in Annex C of the Administrative Instructions: 



I I the written form has not been furnished or does not comply with the standard. 

I I the computer readable form has not been furnished or does not comply with the standard. 
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rv. Lack of unity of invention 

1. In response to the invitation to restrict or pay additional fees the applicant has: 

1 I restricted the claims. 

I I paid additional fees. 

I 1 paid additional fees under protest. 

[X] neither restricted nor paid additional fees. 

□ This Authority found that the requirement of unity of invention is not complied with and chose, according to Rule 68. 1 , 
not to invite the applicant to restrict or pay additional fees. 

3. This Authority considers that the requirement of unity of invention in accordance with Rules 13.1, 13.2 and 13.3 is 



I/nJ not complied with for the following reasons; 

Secreted proteins derived from genes isolated from a cDNA library obtained from cells of brain 
tissue are well known. Furthermore, a specific technical matter that forms a single general 
inventive concept is not presented in the sequence and function of peptides comprising the 
amino acid sequences set forth in Sequence No. 1, 4, 6, 9 and 12 in Claim 1. 

The same holds true for the subject matter of Claims 2-10. 



4. Consequently, the following parts of the international application were the subject of international preliminary examination 
in establishing this report: 




complied with. 





all parts. 




the parts relating to claims Nos. 



1-10, Sequence No. 1-13 
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V. Reasoned statement under Article 35(2) with regard to novelty, inventive step or industrial applicability; 




citations and explanations supporting such statement 








1 . Statement 










Movelty (N) 


Claims 










Claims 


1-10 




NO 


Inventive step (IS) 


Claims 






YES 




Claims 


1-10 




NO 


Industrial applicability (lA) 


Claims 


1-10 




YES 




Claims 






NO 



2. Citations and explanations 

Document 1 [Struyk A. F. et al, "Cloning of neurotrimin defines a new subfamily of 
differentially expressed neural cell adhesion molecules." The Journal of Neuroscience, Vol. 15, 
No. 3, March 1995, pages 2141 to 2156] cited in the intemational search report describes the 
cloning of the rat neurotrimin cDNA, the determination of its sequence, its incorporation in a 
pMAL-c vector, its expression in transformed cells as a fused protein, and the preparation of an 
antiserum. Because this amino acid sequence has such close homology to Sequence No. 1 in this 
application that it can be considered a homologue, and it has such close homology that its base 
sequence can be selectively hybridized, the subject matter of Claims 1 and 3-10 does not appear 
to be novel. 

Judging from the close homology, the polypeptide of Sequence No. 1 can be assumed to be that 
of human neurotrimin, which corresponds to the rat neurotrimin described in document 1 cited in 
the intemational search report, and because obtaining human cDNA based on rat cDNA is an 
obvious matter, the subject matter of Claim 2 does not appear to be novel. 

The function of the polypeptide of Sequence No. 1 has not been identified, and therefore the 
subject matter of Claims 1-10 cannot be "applied" but it can be "produced." Therefore, the 
subject matter of these claims does appear to have industrial applicability. 
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The following observations on the clarity of the claims, description, and drawings or on the question whether the claims are fully 
Supported by the description, are made: 

The functions of the polypeptides in Claims 1 and 2 have not been identified, and therefore the 
Specification and Figures do not provide sufficient support for the use of the polypeptides 
described in Claims 1 and 2, the antibody described in Claim 9, and the composition described in 
Claim 10. 
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(57) Abstract 

Novel human polypeptides being expected as useful in preventing and/or treating various diseases, because of having hematopoietic 
cell-regulatory activity, tissue generation/reparation activity, activin/inhibin activity, taxis/chemotaxis activity, blood coagulation and 
thrombus activity, receptor/ligaiid activity, etc. 
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ffi^tcMS'Jt^s:;^^ ($^^>;p>"-^x>7; (sst) <£m 

mbfe 6-315380 ^#M)o ^^tClUCm^tOfetfC, ^#^ffiViT 

15 (»#ssTS) 'fe^^^nrc (^s#fF^ 5,536,637 WM) o 

2^^ig)0^ii'9*t"Sc DNAiB^J^l, i!7D — >OC0 0 1, OM2 3 7. O 
AO 0 4 b tUTlRl^^n. J:|S^^SST?*§^fflLT^#fc'Wfg^»t:iti 
25 b^Al!iM*5<fcOTm^ft*«i9flS« (T9 8G. ATCC No. CRL 
-1690) /?)^e.f^Ml>fccDNA^-r:/^U-cfcDmit^nfco i?n — >OC 
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0 0 1, OM2 3 7, oAo 0 4 bOTsaw (iic:Tid;^n^'noc 0 0 

1, OM2 3 7, OA 0 0 4 bMe^LT^tj^nS) ^Zi— ]^-t'^^±tl: 
c D N AiS^iJSr^tf^fill c D N ATc5^o 

U ^7^5^ F CQT ^ y ^iBJUfcMbT BLASTX. BLASTP ^fe J:!)^ FASTA 
ctD^^tfc!^^, 2^^0jCO#';^:7°5=-h*OC 0 0 1, OM2 3 7, OAO 

7f U^y^FOC 0 0 L, OM2 3 7, O A 0 0 4 b fiff^^^cliSaM'^Jfe 
*^H^75^*M#^i'^c DNASH^iJtt, ^7p->OAF 0 7 5 b i:LT|Wl^$ 

15 ;^HAS 3 0 3 (t h P-*7«» : «^g?4;^#^-l^f4^liJ^ 

ta?;^«l(j¥=kO#^#c J. Cell. Physiol. 148, 245-251, 1991 fecfct)^ 
Experimental Heraatol. 22, 482-487, 1994 fclHic) ) 6 f-^M bfecDNA^^T" 

9U— J:D¥il$n;^o d — >0 AF 0 7 5 bJi5^?iJSMa® (^ZlTtt 
OAF 0 7 5 b^e-hUT^t^Sn^) F'r?>^^?'cCc DNASE^J^ 

20 ^tJ^zSlIc DNATa^ = 

W^WM'r— ^ ^— tlT ^^%(DWBMn CM L-T BLASTN 

43 cfctJ^" PASTA 0 . SfcT 5 7^iH^J5='-^'^-~Xi3^#$nTViSlS^ 
CD#U^'/5^H«TS/^IE?'J{-^LT BLASTX, BLASTP 43 =fc CA" FASTA 

cfcOi^^bfc^m. 2^^BJcD7}^U^7'5^HOAF 0 7 5 b^5J:tK^n^&^- 
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(2) mU (1) (CfBi5L'fe5}?U^7°g^H^3-l<T-S>cDNA, 

(3) @5^J#-§-2. 5, 7, 1 0 ^fejil 3T^$n-5:^SiB?iJj6^e.J'cCS 
c DNA. 

(4) E^JS#3. 8, 1 1 Sfctt 1 4 -e^^n^SSiH^'J;^^ 6fci;«> 
10 c DNAtzzH'f'Sc 



J;i9^#:6^^C^i, IB5^J#^2, 5, 7, 1 0 1 3 T*$n«>JlSia^O 

/i^^jT'cCScDNA^ *3<=fctXSH^i#-^2, 5, 7> 10, 13, 3, 8, 11 

* « 1 4 -es^ $ n?> JissB^j cMiRe^ t < u ^^-r XT s :7 ^ ^ ^ > h 

20 ;6^6fj:?>cDNA{rg§-rSo A-l* ^'W XT-S c D N AtC^i, ±i2S5^J(;3 

25 ^ Q%^J.±.. m7L\t. 95, 9 8 S/t«9 9 %/0«iS^J#^ 1 . 4, 6, 9 

* 1 2 ^ n S T 5 y ^@a^J?5^ 6 S 4^ U ^ y 5^ K T a5 S C ch * It I* 
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^lt2 0, 2 5. 3 0, 4 0. 5 0*;^}16 0T5 7M^S:s*T^, 
I5^J#^2. 5, 7v 10, 13, 3, 8, I I'^Tcltl 

&mm^^^f^^ c DNA{;:jliR^fc/\-f ^WXt"§ c DNAi:^i, — 

15 Tcit 1 0 0 m(DmmvrcMmMMmmr\ {}^ti< th? o%. » s l < itp 

i^J#-^2, 5, 7, 10, 13, 3, 8, I 1 SfctS 1 4T*$n§ 
,»e)rj:$>§cDNA(D77i^p^>h<hf*, (>U< thl O^M. 
20 U<fJ^;"j:< tfe 1 5i^S, 'ea|;^^f2 0, 2 5, 3 0 *fc«4 0:S*g|5^S- 
^ijfel^, J; ^ f<j:7 ^ i^"^ > h fe*^0^(Z) c D N A ^Z^^M. 
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'^g^S:^^^?ViTt)ckVio ^i'i'-lt. 'f>-thn (in vitro) (CiSViX, 
$?>{w, 3^^BJ{cfi, Sa?iJ#^2, 5, 7. 10, 13, 3, 8, 11^ 

c D N Att, ±M<Dii^fS.^^ ^-OT^^^ >7.^^tCj^XT 
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1 zn^-^tiTzT ^ /mMmib-^'^f£^h(D£K^\z. ^<D—^mxmvrc'h(D 
mm mxit. Me tuimm. Leuitemm) m^nxi^^. ^ot, 

10 (2) T#^$n^*^B^<Dc DNAJiti, (1) (Dmn^^l. 4. 6> 

9 * n 1 2 'T'^ $ n s u y H ^ n >- F -r § -r^x ©:^s@H^Ji^7&^^ 

(3) T?#^$n-5cDNAtS, (2) Tf^Sn-ScDNACD— ^itT55D, 
15 ^^MSH^iJ^^Wo 

(4) (C^$n-S)C DNAfi, (3) -ei|#^$nScDNAtC3^^0MiR 

BS^J#^3, 8, 1 1 4T*$nSit»i2J'J^W*rSc DNA® 

20 {ii;56fc^#S STi* (J|t®i|#fF No.5,536,637 {CbB^) COHS^l'-Q V^TIJS 
•+^•^>':^□5-fe7> • -teb-HS^X ( Saccharomvces cerevisiae ) fS:^£(DMM^^^>' 3 

^ * fc -7 :7 ^ y - 7^ S x^.;P4^"ii-^^ i L T ^ » fiO 
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tc^^mM(D^ >^;U^' — if Ji^T S U C 2 (GENBANK accession 

NO.V01311) ^S-^O^^^^'^S^" (ADHyP^— i?' 

— ) ^^W — ^^—-^— (ADHi?'-5^--:$'— ) «AAH5:^57;5H 

(Gammerer, Methods in Enzymol. 101,192-201,1983) M^MWM^U 

2u or i. mmmu-^~ti-\z\tTRp 1 . ±mmmmmM.\ic o i e i 
ori, ±mmmmnm-^~:^~izitr>iii^o>^^mm^nx\^^^) izm 

<D±mizm%m(DcDNA^m^Th/vx\ mnssr cDNA^-f y^u- 

PSSST c DNA5'r:/^U"WMt* 

(1) ii:iMiifj:^mmi:OmRNA^mmv. mMoDmmmm (.mmi) 

(2) mm I tumr^^^^ommmm mm in -tt-r h=&^trTi?'^^5' 
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^j>jm(Dyji^}±^liZtiMf)'^tS,\1-tli-£ Molecular Cloning (Sambrook, J., Fritsch, E. F. 
*5 cf; Maniatis, T. Cold Spring Harbor Laboratory Press J: 0 1989 ^ t lifj) 
Sfefi Current Protocol in Molecular Biology(F. M. Ausubel 'E>M> John Wiley & 
Sons, Inc ^ D IJ) lZ$2m<DyjmiZW-D XnUt>M o) (CfcTmRNA© 

MMtti:?>mMtVT\t. HAS 3 0 3 (t h P-tM^ : m 

^mmz^^—m^^l^iM^WiU. fi^Rfigft^ J; D #^-%^o J. Cell. Physiol. 148, 
245-251, 1991 J: Experimental Hematol. 22, 482-487, 1994 iZfiWO > ^tdU 
t hii^U T^ffiM^T 9 8G (ATCC NO.CRH690) /^^^tf^ns.. ^feffi 

TfeO^V^o ^^SU<^i^ ibTXh o I . II tUTtiEc oR I 

Jim (2) -?:«T4DNA5i^'J^^-if-C7ic^^<£¥?S^bL, PlllI 7^"/ 
^-^mf^LftW:> BMlxm^tl^. T:9P-7.m^»i!J (AGE) fCcfcO 

3 0 o~8 0 0 b p(Dc DNA&:^iii-r^, II tt^ mrnvTc^^izm^ 
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UC 2;^tfflViP,n'5o 

15 m\zmM¥m^m) \z. McDNA^-r:/^'j-s^Ab> 
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D N A ^ :i <h S o si S ;^c£^»Ba?iJ ^ ^-r ^:t^J::f^^U^9-V^ 

^yy A^-r d^e>, m<Dmfimm(Dmmm.Qm^n- f-ts c dn 

dCDcfc^tCLTfte^n^cc DNA/{;^\ S S TT#?)nfc c D N AWitCD:^ 
15 ^^)^Ci>^9IC7);^^*{C^^e^i. McDNA&yn->^a:LT/+f> (Northern) 

i»*f ct ^ x^momt^- L T % J: v^o /N :/ U X b fc;t > H b t# n 

D N A * § i # ^ 5) n S 0 

DNASii^^^ctg^tw^xL, :in^mm-^'&^z:t\z^-DX. @«jt-r§ 

c DNA^'i^MS#S ^1 t-^^X^^o 
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(2) ^y°^\^^mT^:^m. ^TzU 

A® 5 ' H> (ATG) ^#SnL, #^nfccDNA&, ®S 

7S;:/P^"37— trp7°P^-^-> 1 a c :/d^-^-, AP 

10 L:/p^-^-> T7 7°nt"iS'-^) ©T»ft(C=SML, ;^MMl*lTl^tg1- 

m^U. PBR322, PUC18, pUC19^) t#AL 

mz. z(D^m^i^^-xmm^^vrci<mm m^i-^. e.cou dhi, 

E.Coli JMl 0 9. RColi HB 1 0 IW^) '^M^fSi^MX^mVX . ^® 

Fi®7zL-V3 > • yOT^-r > (fusion protein) ^:i:SI*r§ 

1 Sfe^i 1 4T^$n^S3i@B^J^^- FTS c DNA&M^T^C^i'i^'- 

:n7>i7<;i/X^i'iS'", SV4 0m^i7^—^) f|3(Dji^fj:yP^— (^J 
^^S:, SV4 0 7°P^— LTR-7°Pt— :$'— , 0 5^::t^^-f 
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10 



15 



c portion) l^f^ c DN AWrh- tM^-^^ ^ tiZ^-^X. y:i.-i^3 

y'-yuy^-fy (fusion protein) Sii^-rS ^1 1 t)T#-6o 



m (Fc portion) ^n-F-rScDNASffM-^i®^-r2.Cch(CJ;oT. :7;l 

— va^-T'n-xO (fusion protein) ^^MT«) d t ^„ 



Srn-h'T§cDNA<D^#S;5V^«M (#y^«\ 5ie^^;^-^ c D N A 
25 ^AtcMb/t^i'iS'-) \z^^. ji#^$n§o 
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'^■^^^TSMM (severe combined immunodeficiency ( S C ID)Sr-^ti') (^^M 

H I V. (hepatitis viruses) , ^Jl^^T^iJ^f (herpes viruses) > 

V -f □ ;\' ^7 X- U T (mycobacteria) . 'J — a V r: 7 (leshmania) , "7 9 U 7 
(malaria) *3 > (candida) (D^^UM^Uti^imi^^^t^. ^ 
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m (SIRS) (D^-of^0k'M^iKm^. pu->m. $)§t.^^ii L- 1 1 

m^f^m(D±x$>^^^it^(Di^^'rn-A^'crct^ibn^^vfj^^(D\z^t)^% 
ut^m(Dm.mi5^xsmm^^z^^n\zm<sk^i^m(Dmm^j::nmm<D^^. 
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^-iy- tfhn (in-vitro) ^^t^^tiXi^X • b':^ (ex-vivo) (-TT^CtD*.. 



25 



10 mo^UEw^mz. 



# S IE ^ { C ^ L ^j: > T CD # ct ^' # 35 S I. i f S 1/ ^ T © ItK S ^ ft 
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^^^u. n.j^M^mfc'Tfcfe-r > • tf^ (in vivo) ^(Dmmzm^Tx.^ 
X ' (ex vivo) Tmym^mis^$>^^^t^(Dmmmm^mm-r^o 

m(Dm^'^U. ^mh>^^)Um<m^ (Carpal tunnel syndrome) , :iS^ZS 

mom^^^^tm^^miDf^mzhmM-csb^o mmf^<^izit. mmr^i-^h 

0>if (Sequestering) ^Jfc-^^tl^. 

IC^LT'fe^^^^-ri:^;^?)^^. imWmW 
(amyotropic lateral) X cfeckZ^'vi'-f • H l^— (Shy-Drager) •ef^P<73ct'5 

u^mm?^<^^B.(Dmm\zy^^-v^^tm^<^n^o mz:^^Bji\zmc-c 
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^■^'^^mM'&WiM (scarring) (DmM\Zi:'DXhm.t>n^ t^TL^tl^. 

[ y ^ 5^ t: > t H >S&14] 

ti-5o ri'^\£y\m'mm-t^}V'^> (fsh) cD^^m^MTSfgi^cj: 

SV^t±-r >tt*>a-7T5 U-0p<>A'— i:0O^'xniS^'f v-T?, Bia^ii 

itffpm 4.798,885 ■^&#fi§o)» *^B«OS6fi. ^, 43ci:«Ocfc -5 
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Tit^ ^ n;^c:ti6] s aasj wigT ^ nidf > ^o)^-o tmmmm \z 
\z<i:^±crcMm(Dmmz^i^^mmi5^mmmM9m^i^m-^^^ ^ <t 

25 [^^#:/'U:^f>HfStt] 
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^0U;f/>F, mm^VAW.^m\zmm\yfc^^W- i±U^^> (Selectin), ^ 
>7=-yj> (Integurin) *5ckOT<D U h\ S^#:=^:^-i^S"^tr^fla^^^ 

iM^^^^-t ^mmt. m7L\t. Bmm. tm, mmm^(Dmm^tc 

tt«5E> :^iKi^nyu XD^^XX-l" ^y5^{£ji}3ct§i' ^X#SS<J^#, 



20 
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i7 ay r — i^m 



20 



10 (Z)^{b{Sii^fc« 



15 nm^mwim^Wi 



(DmmziS:mm^rz}t.mmmiz{'fm'r^tm^iin. ^mzi^i^^Th 
25 ±$m'^<Dmm^^^^^tmmmmim^^r^t^^ibti^o 
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5 iJ>> &Mm. x^x (AIDS), 



10 'L^ 



25 U HJ*{CJ:0*^H^«7jf U^y^Hii 



^;l'e^:i)'^<?5|Rl^. JifeT^n— r:>^:/<£fT:^cf-5 ^l-hfeT^-So 
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mi^xm'^<Dfhm^rcUTy^±>xDNA (rna) izj:-px. ^u^y 

cDNA^y°a-:ftLri?nLj^y^ (genomic) DNA^^^T^^o m 

15 fct*#MP®^T©#$n-5, ?fSL<tt> mu^^. wmmk^is^rsm 



25 



23 



wo 99/5S668 




PCT/JP99/02485 



^n^^^. ^ns#:^^®:^j*{c:ctt35a;^$n§xyi/-^j^-^^^sn^c 
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mx^t^m^m^ 2,868,691 ^^^nw\m 3,095,355 ^mmm^zw l < fe 
0 ^(D^^tm^mu. ^ii>\zmmni umni ^wmi ^^^b^j 



15 ]iKV\zif%mo^cu~yoc 001 \zmT^Mmm^mix:^mn^^xi 



MMM 1 : p o 1 y (A) +RN AcDiJ 

t h fife AfliMi^ ck D T R I z o 1 (TRIzol reagent,g^K^> GEBCOBRL 



N (mRNA Purification Kit, M^^. Pharmacia J; D BR^) ^fflV^Tpo 1 
y (A) -^RNA^ri^SUyco 



25 



iJ2:^«SST c DNA^-r:7^iJ— O 
itecop o 1 y (A) +RNA<£^M{CXh o I ^ii^jg/gbfe^ >^*A 9 



m 



e r : 5 * - C G ATT G A ATT C T AG AC C TG C C T C G AGN 
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NNNNNNNN-3 ' (gB^iJ#-^ 1 5 ) S^^-f V-i: LT. X—A-X 
7° h • "J-^ X 5 H • v-X ■r- A (Superscript Plasmid System for cDNA Synthesis 
and Plasmid Cloning. ^,Pn^ . GIBCOBRL ct 0 mJt) €rffi L^T 2 C D N A 
(D^l^^nta-^tco E c OR I TiS^y^- (GIBCOBRL J; 0 HS^) ^DNA 
5 f— V3>-^^yhVer. 2 (DNA ligation kit ver.2. M^^. SSjt 

^^TiS^Lfc^, XhoIT^^^bb, T:^JP— Xm^l-lcffijTa 0 0~8 0 0 
b pCOc DNA^^DtBLT^^^MiL', pSUC2 (^gI#fF^ 5536637 W 
Bl) c o R I /No t I g|5{itcML, :;^liiMDH 1 0 B^^'Xl/i? h 
10 Pxl^lz-v-a >?iT?^®^MbT^©S S TfflcDc DNA^< U-&t# 



«^J3 : S STtc:cl;5Xi"J-:::>ii^*5J:t)?S STI^^ti^D— >0mS@H 

15 ;iCDc DNA^-f U-®y^X5 HSP^b, WJ A & (Current 
Protocols In Molecular Biology 13.7.1 tCcfcO^^YTK 1 2m^mm^ 

mL. huyhXT> (Trp) '^^mui^mmmmmmwo^mumm (c 

L7t^, 7'^:x h^> • l/T^U;^ ' yi^— ^— (Accutran Replica Plater, ^iSi 
20 ^/ Schleicher ASchucllcfcOIR^) ViTttBtlfcZl O^- (JgMte^#:) 
c^U'yU;^^^7^ / -X^M^M-h-rSYPR^l'-h^CirD, 3 O'CT 

— Df^P^SYP R7°l/— htX h U— ^7 LT3 0''C-r4 8B#^-f >+rL^ 
>^-y--r hcr)miQ<DSa^J(D2@^<D7'5-rv- (-fe>X^ttt::tf^>'fty^ 
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mrnVfc^k. i^^i-E-X (Dynabeads, DYNALcfcDSS^) ^ffiV^ 

?IJ (D itDNAiy—'y-yi^y^'^yh (DN A Sequencing kit(Dye Terminator 
5 Cycle Sequencing Ready Reaction), ^r&^v Applied Biosystems InCct D 

iJlDNA->— 5'X>-y— 3 7 3 (Applied Biosystems Inc.)T^^mD S:fT;^c£o 
15 ^JO^^ 

^fic DNAc^i7D-->^f±-x'^V>c DNAT>yU ^r— i^g 
> • 4"^^ h (Marathon cDNA Amplification Kit, M^^. Clontech 1±ck 0 HK^) 
l;:<fcS3 ' RACE (Rapid Amplification of cDNA End) Xffti. o fCo 

20 po 1 y (A) •'RNAcfcDf^iSLfCo S S TT#^)n/t^»@B^J0lf IgtCS 
rJ'V^TJi^ei^iRmj&^ATGMJ^ct D±?5tECD2 7me r^y^-fT-OCO 
0 1 -F 1 : 5 ' -GTC CTTCAGC AAAACAGTGGATTTA 

AA-3 ' (@3^j#-^i6) ^i^mvx. m=¥^y hizmt-^nrcry^^'- 
25 :fec DNA^T:^fP'-7.mM,^§«8llT^ilt^, pT7Blue-2 T-Vector(^ 
iS.^. Novagen J; t:3 SR^) fC:3*^L.. ;«cMDH 5 a (CJgKS^bT:/^^ 
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^ H&iSSS Lfco {3 5 ' fficDJ^Sie^iJ^^^UTOC 0 0 1 SST c 

5 mMMMT'"i^^~x\z^m^nxh^^^m(DmMMmzMVT blastn 

(D # U ^ y ^ F 7 5 y ^IB^J t ^ L T BLASTX, BLASTP ii^U FASTA 

^mcDmM. BLASTX, BLASTP *3 J; PASTAS, i^O->OC0 0 1 (SB 
1 OTS y ^IB^J 1 2 ~ 3 4 4momi$.) t~a. — U h U 5 > 
15 (neurotriinin[Rattus norvegicus]) (Genbank Accession U16845 <D7 S. / ^@H^J 
9~3 4 4m(DmW :^^XJf^^\d^-( F^'&llfla^g*®^ (opioid-binding cell 
adhesion molecule[Homo sapiens]) (Genbank Accession L34774CD75y 

mm^i 9 ~ 3 4 5 m<Dmm) t(Dmizm^t£mm'\itm^z.L^mi^r^. z. 

20 5> (neurotrimin) :^^ZF:tE-t'^ FM-^SfflflS^g^S^ (opioid-binding cell 
adhesion molecule) ■^^mT ^Wmmmi^Mm^y T 5 U - <t |p|^fci:?S'!4&^^^ 

25 ^JCD^^^ 

*:^0^CDi'P->OM2 3 7 IZMT^^^mt. OCO 0 1 tm^fS:^^ 
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^Sc B N A(D ^ U~-=iy "7 'J > c DN A7 >y^J y ^ ^ — -> B 

>-^yh (Marathon cDNA Amplification Kit, ^Sh^- Cloatech J: D IR^) 

tCcfc-s 3 ' RACE^£^>^v^T> oco 0 1 tmU(D:/]m'r'nu^rco 2:^ 

ly (A) +RNA^d:Df^$3b;to S S TTt#6>nfcJSSSH^iJ<^'W$li'S^' 
^^X m^mmmiih}^. AT Gmi^<i:r) ±m,<D 2 7me rC07°7-r~T-OM2 3 
7 -F 1 : 5 ' -CCAGAAAGCACAGCCCTGATTCTGCG 

T-3 • (sa?ij#^i7) ^imvx. m^yh\zmi^-^nftri^y°^-y' 
cDNA^, oco 0 1 tmmtsi^mx^)^u-z.>cfL. 

mmMn^—^^— 7- nr 5 ifE^ ® i^^sh^jicm b x blastn 

<D5}? U HOT 5 /M?'J{::^!f BLASTX, BLASTP FASTA td 



i^?iJ6:^n — >OA00 4 b©^Sc DNAcD^ P — " 

25 2^^B^cD^n— >oA0 0 4 bicp-rsM^Jts. O C 0 0 1 ^ imt^cC^' 



29 



wo 99/58668 




PCT/JP99/02485 



[poly (A) *RNA(Dmm'] 

k h iT^U T^mm^WT 9 8 G (ATCC No.CRL-1690) J: D TRIzol reagent 
(S^iS^, GIBCOBRL ct D 8R^) ^fflV^T^RNA^Jfimb, mRNAt! 
ziVy-^'tr—'>3>''=>r'yh (mRNA Purification Kit, M^a^^ Pharmacia J; 
5 Om^) ^fflV^Tpoly (A) ^RNASIIMLfeo 

i7 -> 3 > V X -7^ A ( GENETRAPPER cDNA Positive Selection System 
(GIBCOBRL)) ^m^^Xnf^^TZo ^-fX-ZI-X^ U 7> • ^9X5 H • 

10 7\7'h, (Superscript Plasmid System for cDNA Synthesis and Plasmid Cloning, S 
a^^> GIBCOBRL) =£fflViTb h ^'J T^Mmt^^T 9 8 p o 1 y (A) 
+ RNA J; 0 y-^XS H PSPORTI (GIBCOBRL) ^-^^^ ^ — i: LT d T - 
primed cDNA^-rr/^U-^fPML-fco 'D€\Z.ZST'^%^tlfzM^W3\ 
C?'l*^{cS-^'ViT2 7me rtDtf^t^^-Xfc:/^^^— OAO 0 4-F 1 : 5 

15 ■ -tfpf5^>-ATGCACATCTTCAAGCATGCTCAG- 3 ' 
(S3?'j#^18) ^ftMUfc^, h-5'>>A°- (GeneTrapper) ^^yhCD 

L feT^^ T t'^r 5^ >'ft -7° ^ V- i: #^6^ (3 /N :/ u xr § 7° 9 

fe^Lfc $e){C^>i$'*A:/7-rT-DNA^^U h (Random 

20 Primer DNA Labeling kit, ^.a^S, ^SjiJ; 0 155^) Sffl V^T^ " P - d C T P 
T^^;H.;tOA0 0 4 SST c DNASrya-T't L-T, ^^CD:^&(C 

^n^'noAO 0 4 bi^SM^tfco ^h\z.'t--fy^)—^Ay^'yv 

25 75y^{ClffiiRUT@a^J#-^9*5j;U;i 0 C^TSH^J^^fco 

^w^m'f— ^ X fc^ii $ nx § uEto co^^sh^j tci^^ l t blastn 
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*3 cfc FASTA \z^<o. s T 5 y mmmf- ^^-x \z^m $ nx ^ ^ -s. gs^ 

<D:i? U ^ F 0 T ^ 7 i?SE^J ^zM b T BLASTX. BLASTP FASTA i:: 

5 <Dm7i<.-m':fuy h\zj;^^mm:fy''ib^^m(D^^)^y^\^izitmMmmm^^^ 

^®^SSMTSSCi:;^>**iJBJUfc» JffilWItt^^O/^M. BLASTX, 

BLASTP *5 J; FASTA ^P — >OA0 0 4 b (ia^J#-^ 9 O T ^ 7 ^13 
1 7 1 ~ 3 1 1 PbICDM^) i: 52.8k DW&W (Hypothetical 52.8kD 
10 protein[Caenorhabdtis elegans]) (SwissProt Accession YJ95_CAEEL (^5 T 5 7 ^ 
SB^J 2 9 9 ~ 4 5 3 PbKDM*^) (DmiZ^Mt^inWl^-^^^^^ t^Tr^Ltzo * 
fc, 5'P->OA0 0 4b <|5?iJ#^9®T5ym@E^Jl 9 4-2 7 7Fb1cD 
i: U >— 2 <presenilin-2[Homo sapiens]) (Genbank Accession 
A56993 yiESajlJS 4 0~4 1 6^0^:^) i^M^' 

15 mm^-^^^^^t^T^LTcc zLn^<Dmmmzm-:3\.^T. i7n">oAoo 

4bti, ^^fci;< c!:fe:/l/-fe:nU > (presenilin) 7 t ^ - tmmti:^^^^ 
^MM7 : ^P — ^-OAF 0 7 5 h(D±&cDNA(D^ a — ~y-:fidJ:ZfM 

20 sse^jco^^ 

:$i^BM<D^n~>OAF 0 7 5 b tcKI-r OC 0 0 1 iM^^j; 
[p o 1 y (A) *RNAa)ilM] 

t h P"Tiiffl9§^HA s 3 0 3 (^■Mm^±^m-'\^nmiismm 

25 ifcj^, If iiRliift^ J: D #^#) driOTR I z o gibcobrl 
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yh (mRNA Purification Kit, l^iS^, Pharmacia J: D HK^) ^ffll'^Tpo 1 
y (A) +RNAS:^tSLfeo 

DNAO^a — - >^fSv^V> c DNAT>:7"'U :7^' ^r— ->3 
5 > -=^yb (Marathon cDNA Amplification Kit, ^q°p^S> Clontech tt J: 0 Sg^) 
[CckS 3 ' RACE^i^ffiViT, OC 0 0 1 t|WI1t(7);^feT?fT/ci:r3;tc 22^ 
§Ic DNAS;P^lc:{i. ^^J7D — >(D*5fe, i-;^j:b-^HAS 3 0 3 CDp o 1 
y (A) ^RNActOf^iSb/c^ S S TTtfSnfci^SSH^JWitfgtcS-^'ViT 
*fl^^i?W§^J^ATG^^^-#?^2 7m e r CD:/^'f 'y'— O A F 0 7 5 - F 
10 1:5' -C C CCGGGGAC ATGAGGTGGATACTGTT- 3 

— fx P CR^nU-o Tcc i'O — >OAF 0 7 5 B(C#M65tCiitS$nfc c 
DNA^^OC 0 0 1 <i:I«l^i?:i:^{*T'JiI?ni-n>^b, ±:^SiE?iiS:^^L> 

@a5^j#-% 1 4 (c^fia^J?:#/t<^'e> oaf o 7 5 b t<&m-frz. $ e>{c^ 

1^^iS^J5='— 5^ X {CS^ ^ nr V i ^ ©MiEBH^J IZMl^X BLASTN 
*3cfcr/FASTA (Cj^Ov SfcTS 7^SH^J-T'-5'^-XCM$nTV>^K^ 
® U ^ F W T 5 y ^ia^J b T BLASTX, BLASTP tS^ZS FASTA tC 
20 cfcO^^Lfc^^, 2^^B^07i?U^:/^HOAF 0 7 5 b, *5 J;D^'^n-?^^n 

25 ^ifC^eiRH*^^©^;^. BLASTX, BLASTP J: FASTA i^P">OA 
F 0 7 5 b (@2^J#-^1 2CDT5y^S5^Jl~3 5 9Fb^<^M^) t^UfV 
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"f"^ ^ — bf A 2 (preprocarboxypeptidase A2[Homo sapiens] ) 
(Genbank Accession U19977 <?:> T 5 7 MSB^J 1 ~ 3 5 5 I^CO®*^) C^m^M^ 

^A^nTto ;in^cD^Mt::S-^'ViT. i/D— >oaf o 7 5 ij^^^c 

5 <<i:fe±fB<D:/V':7°P7!j;i/:?H + >'< y ■^^ ^J' — tf A 2 (preprocarboxypeptidase 
A2[Homo sapiens]) t.^mm'^'^'^^'^ ^ tS^^^tl^c 
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cD*gH^3J®sB^cDc DNA, ^^Tcu^o^mmzm^miz/s-i "i/v XT 

7 9 > h S :^cJ: ^ c D N A 0 

5. iE^ij#-^3, 8, 1 i^Tciti 4'vm^n^mmmm'^^ibrji^mM(Dm 
mm. 
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SEQUENCE LISTING 
<110> Ono Pharmaceutical Co., Ltd. 

<120> Novel Polypeptides, cDNA coding these polypeptides and Use thereof 

<130> 0NF-2975PCT 
<141> 1999-05-13 

<150> JP 10-131815 
<15l> 1998-05-14 

<160> 19 

<170> Patent In Ver. 2. 0 

<210> 1 
<211> 344 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Lys Thr He Gin Pro Lys Met His Asn Ser He Ser Trp Ala He 

-25 -20 -15 
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Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro Val Arg 

"10 -5 -11 

Ser Gly Asp Ala Thr Phe Pro Lys Ala Mel Asp Asn Val Thr Val Arg 
5 10 15 20 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg Val Thr 

25 30 35 

Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn Asp 

40 45 50 

Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin Thr 

55 60 65 

Gin Tyr Ser lie Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 

70 75 80 

Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
85 90 95 100 

His Leu He Val Gin Val Ser Pro Lys He Val Giu He Ser Ser Asp 

105 110 115 

He Ser He Asn Glu Giy Asn Asn He Ser Leu Thr Cys He Ala Thr 

120 125 130 

Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro Lys Ala 

135 140 145 

Val Giy Phe Vai Ser Glu Asp Glu Tyr Leu Glu He Gin Gly He Thr 

150 155 160 

Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp Val Ala 
165 170 175 180 
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Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro Pro Tyr 

185 190 195 

He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys Gly Thr 

200 205 210 

Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin Trp Tyr 

215 220. 225 

Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys Val Glu 

230 235 240 

Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser Glu His 
245 250 255 260 

Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly His Thr 

265 270 275 

Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu Val Ser 

280 285 290 

Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro Leu Leu 

295 300 305 

Vai Leu His Leu Leu Leu Lys Phe 
310 315 



<210> 2 
<211> 1032 
<212> DNA 
<213> Homo sapiens 
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<400> 2 



atgaaaacca 


tccagccaaa 


aatgcacaat 


gctgctctgt 


gtctct tcca 


aggagtgccc 


gctatggaca 


acgtgacggt 


ccggcagggg 


aaccgggtca 


cccgggtggc 


ctggctaaac 


aagtggtgcc 


tggatcctcg 


cgtggtcct t 


gagatccaga 


acgtggatgt 


gtatgacgag 


aaccacccaa 


agacctctag 


ggtccacctc 


atttcttcag 


atatctccat 


taatgaaggg 


ggtagaccag 


agcctacggt 


tacttggaga 


agtgaagacg 


aatact tgga 


aat tcagggc 


tgcagtgcct 


ccaatgacgt 


ggccgcgccc 


tatccaccat 


acatttcaga 


agccaagggt 


ctgcagtgtg 


aagcctcagc 


agtcccctca 


agactgattg 


aaggaaagaa 


aggggtgaaa 


atcttcttca 


atgtctctga 


acatgactat 


ctgggccaca 


ccaatgccag 


catcatgcta 


aacggcacgt 


cgaggagggc 


aggctgcgtc 


cttctcaaat 


tt 





tctatctctt gggcaatctt cacggggctg 50 
gtgcgcagcg gagatgccac cttccccaaa 120 
gagagcgcca ccctcaggtg cactattgac 180 
cgcagcacca tcctctatgc tgggaatgac 240 
ctgagcaaca cccaaacgca gtacagcatc 300 
ggcccttaca cctgctcggt gcagacagac 360 
attgtgcaag tatctcccaa aattgtagag 420 
aacaatatta gcctcacctg catagcaact 480 
cacatctctc ccaaagcggt tggctttgtg 540 
atcacccggg agcagtcagg ggactacgag 600 
gtggtacgga gagtaaaggt caccgtgaac 660 
acaggtgtcc ccgtgggaca aaaggggaca 720 
gcagaattcc agtggtacaa ggatgacaaa 780 
gtggaaaaca gacctttcct ctcaaaactc 840 
gggaactaca cttgcgtggc ctccaacaag 900 
tttggtccag gcgccgtcag cgaggtgagc 960 
tggctgctgc ctcttctggt cttgcacctg 1020 

1032 



<210> 3 
<211> 1693 
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<2I2> DNA 

<213> Homo sapiens 

<220> 

<223> Clone OCOOl derived from liuman brain 

<220> 

<221> CDS 

<222> (130). . (1161) 
<220> 

<221> sig_peptide 

<222> (130).. (213) 

<220> 

<221> inat_peptide 
<222> (214). . (1161) 

<400> 3 

gtccttcagc aaaacagtgg atttaaatct ccttgcacaa gcttgagagc aacacaatct 60 
atcaggaaag aaagaaagaa aaaaaaccga acctgacaaa aaagaagaaa aagaagaaga 120 
aaaaaaatc atg aaa acc ate cag cca aaa atg cac aat tot ate tct tgg 171 
Met Lys Thr lie Gin Pro Lys Met His Asn Ser He Ser Trp 

-25 -20 -15 
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gca ate ttc acg ggg ctg get get ctg tgt etc ttc caa gga gtg ccc 219 
Ala He Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro 

-10 "5 -1 1 

gtg cgc age gga gat gcc acc ttc ccc aaa get atg gac aac gtg acg 267 
Val Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr 

5 .10 15 

gtc egg cag ggg gag age gcc acc etc agg tgc act att gac aac egg 315 
Val Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr lie Asp Asn Arg 

20 25 30 

gtc acc egg gtg gcc tgg eta aac cgc age ace ate etc tat get ggg 363 
Val Thr Arg Val Ala Trp Leu Asn Arg Ser Thr lie Leu Tyr Ala Gly 
35 40 45 50 

aat gac aag tgg tgc ctg gat cct cgc gtg gtc ctt ctg age aac acc 411 
Asn Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr 

55 60 65 

caa acg cag tac age ate gag ate cag aac gtg gat gtg tat gac gag 459 
Gin Thr Gin Tyr Ser lie Glu He Gin Asn Val Asp Val Tyr Asp Glu 

70 75 80 

ggc cct tac acc tgc teg gtg cag aca gac aac cac cca aag acc tct 507 
Gly Pro Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser 

85 90 95 

agg gtc cac etc att gtg caa gta tct ccc aaa att gta gag att tct 555 
Arg Val His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser 
100 105 110 



6/39 



wo 99/58668 




PCT/JP99/02485 



tea gat ate tec att aat gaa ggg aac aat att age etc acc tgc ata 603 
Ser Asp He Ser lie Asn Glu Gly Asn Asn He Ser Leu Thr Cys He 
US 120 125 130 

gca act ggt aga oca gag cct acg gtt act tgg aga cac ate tct cec 651 
Ala Thr Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro 

135 140 145 

aaa gcg gtt ggc ttt gtg agt gaa gac gaa tac ttg gaa att cag ggc 699 
Lys Ala Val Gly Phe Val Ser Glu Asd Glu Tyr Leu Glu He Gin Gly 

150 155 160 

ate acc egg gag cag tea ggg gac tac gag tgc agt gee tec aat gac 747 
He Thr Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp 

165 170 175 

gtg gcc gcg cec gtg gta egg aga gta aag gtc acc gtg aac tat cca 795 
Val Ala Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro 

180 185 190 

cca tac att tea gaa gcc aag ggt aca ggt gtc cec gtg gga caa aag 843 
Pro Tyr He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys 
195 200 205 210 

ggg aca ctg cag tgt gaa gcc tea gca gtc cec tea gca gaa ttc cag 891 
Gly Thr Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin 

215 220 225 

tgg tac aag gat gac aaa aga ctg att gaa gga aag aaa ggg gtg aaa 939 
Trp Tyr Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys 

230 235 240 
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<210> 4 
<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val 



5 



10 



15 



Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg Val 



20 



25 



30 



Thr Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn 



35 



40 



45 



Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin 



50 



55 



60 



Thr Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly 



65 



70 



75 



80 



Pro Tyr Thr Cys Ser ValGln Thr Asp Asn His Pro Lys Thr Ser Arg 



85 



90 



95 



Val His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser Ser 



100 



105 



110 



Asp He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He Ala 



115 



120 



125 
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Thr Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro Lys 

130 135 140 

Ala Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu lie Gin Gly lie 
145 150 155 160 

Thr Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp Val 

165 170 175 

Ala Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro Pro 

180 185 190 

Tyr lie Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys Gly 

195 200 205 

Thr Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin Trp 

210 215 220 

Tyr Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys Val 
225 230 235 240 

Glu Asn Arg Pro Phe Leu Ser Lys Leu lie Phe Phe Asn Val Ser Glu 

245 250 255 

His Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly His 

260 265 270 

Thr Asn Ala Ser lie Met Leu Phe Gly Pro Gly Ala Val Ser Glu Val 

275 280 285 

Ser Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro Leu 

290 295 300 

Leu Val Leu His Leu Leu Leu Lys Phe 
305 310 
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<210> 5 

<211> 939 

<2I2> DNA 

<213> Homo sapiens 



<400> 5 

cgcagcggag atgccacctt ccccaaagct 
agcgccaccc tcaggtgcac tattgacaac 
agcaccatcc tctatgctgg gaatgacaag 
agcaacaccc aaacgcagta cagcatcgag 
ccttacacct gctcggtgca gacagacaac 
gtgcaagtat ctcccaaaat tgtagagatt 
aatattagcc tcacctgcat agcaactggt 
atctctccca aagcggttgg ctttgtgagt 
acccgggagc agtcagggga ctacgagtgc 
gtacggagag taaaggtcac cgtgaactat 
ggtgtccccg tgggacaaaa ggggacactg 
gaattccagt ggtacaagga tgacaaaaga 
gaaaacagac ctttcctctc aaaactcatc 
aactacactt gcgtggcctc caacaagctg 
ggtccaggcg ccgtcagcga ggtgagcaac 
ctgctgcctc ttctggtctt gcacctgctt 



atggacaacg tgacggtccg gcagggggag 60 
cgggtcaccc gggtggcctg gctaaaccgc 120 
tggtgcctgg atcctcgcgt ggtccttctg 180 
atccagaacg tggatgtgta tgacgagggc 240 
cacccaaaga cctctagggt ccacctcatt 300 
tcttcagata tctccattaa tgaagggaac 360 
agaccagagc ctacggttac ttggagacac 420 
gaagacgaat acttggaaat tcagggcatc 480 
agtgcctcca atgacgtggc cgcgcccgtg 540 
ccaccataca tt tcagaagc caagggtaca 600 
cagtgtgaag cctcagcagt cccctcagca 660 
ctgattgaag gaaagaaagg ggtgaaagtg 720 
ttcttcaatg tctctgaaca tgactatggg 780 
ggccacacca atgccagcat catgctattt 840 
ggcacgtcga ggagggcagg ctgcgtctgg 900 
ctcaaattt 939 
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<210> 6 

<211> 478 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Phe Lys Phe His Gin Met Lys His lie Piie Glu He Leu Asp Lys 

15 10 15 

Met Arg Cys Leu Arg Lys Arg Ser Thr Val Ser Phe Leu Gly Val Leu 

20 25 30 

Val He Phe Leu Leu Phe Met Asn Leu Tyr He Glu Asp Ser Tyr Val 

35 40 45 

Leu Glu Gly Asp Lys Gin Leu He Arg Glu Thr Ser Thr His Gin Leu 

50 55 60 

Asn Ser Glu Arg Tyr Val His Thr Phe Lys Asp Leu Ser Asn Phe Ser 
65 70 75 80 

Gly Ala He Asn Val Thr Tyr Arg Tyr Leu Ala Ala Thr Pro Leu Gin 

85 90 95 

Arg Lys Arg Tyr Leu Thr He Gly Leu Ser Ser Val Lys Arg Lys Lys 

100 105 110 

Gly Asn Tyr Leu Leu Glu Thr He Lys Ser He Phe Glu Gin Ser Ser 
115 120 125 
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Tyr Glu GIu Leu Lys Glu He Ser Val Val He His Leu Ala Asp Phe 

130 135 140 

Asn Ser Ser Trp Arg Asp Ala Met Val Gin Asp He Thr Gin Lys Phe 
145 150 155 160 

Ala His His lie He Ala Gly Arg Leu Met Val He His Ala Pro Glu 

165 170 175 

Glu Tyr Tyr Pro He Leu Asp Gly Leu Lys Arg Asn Tyr Asn Asp Pro 

180 185 190 

Glu Asp Arg Val Lys Phe Arg Ser Lys Gin Asn Val Asp Tyr Thr Phe 

195 200 205 

Leu Leu Asn Phe Cys Ala Asn Thr Ser Asp Tyr Tyr Val Met Leu Glu 

210 215 220 

Asp Asp Val Arg Cys Ser Lys Asn Phe Leu Thr Ala He Lys Lys Val 
225 230 235 240 

He Ala Ser Leu Glu Gly Thr Tyr Trp Val Thr Leu Glu Phe Ser Lys 

245 250 255 

Leu Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu 

260 265 270 

Ala His Phe Leu Leu Met Phe Tyr Gin Glu Met Pro Cys Asp Trp Leu 

275 280 285 

Leu Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe 

290 295 300 

Lys Pro Ser Leu Phe Gin His Met Gly Tyr Tyr Ser Ser Tyr Lys Gly 
305 310 315 320 
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Thr GIu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp 

325 330 335 

He Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe 

340 345 350 

Glu Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe 

355 360 365 

Trp Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu 

370 375 380 

Asn Pro He He He Lys Lys He Lys Val Asn Thr Gly Thr Glu Asp 
385 390 395 400 

Arg Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn 

405 410 415 

Val Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu 

420 425 430 

Gly Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys 

435 440 445 

He Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin 

450 455 460 

Lys Glu Trp Leu He He Arg Ser He Ser He Trp Thr Ser 
465 470 475 

<210> 7 
<211> 1434 
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<212> DNA 

<213> Homo sapiens 



<400> 7 



atgt t taaat 


t tcatcaaal 


gaaacatatt tttgaaatac 


t tgataaaat 


gagatgcctg 


60 


agaaaacgtt 


ctacagtgtc 


attcttggga gttcttgtca 


tttttctcct 


tt t tatgaac 


120 


t tgtacattg 


aagatagcta 


tgttctggaa ggagacaaac 


aacttataag 


ggaaacatcc 


180 


acacatcaac 


tgaat tcaga 


acgctatgtt catactttca 


aggatt tatc 


taat ttctca 


240 


ggagccataa 


atgtcaccta 


tcgctaccta gctgccacac 


ct t tacaaag 


aaagcggtat 


300 


cttacaattg 


gactttcttc 


agtaaagcga aaaaaaggaa 


actatt tact 


tgagacaat t 


360 


aagtcaattt 


t tgagcaatc 


cagctatgaa gagctgaagg aaatttcagt 


ggtgattcac 


420 


ctagcagact 


ttaattcttc 


ctggcgtgat gccatggtcc 


aggatat tac 


acagaaat 1 1 


480 


gcgcaccata 


t tat tgcagg 


aagattaatg gttatacatg ctccagagga 


gtat taccca 


540 


atcctagatg 


gcct taaaag 


aaattacaat gatccagaag atagagtcaa 


at ttcgt tec 


600 


aagcaaaatg 


tagattatac 


ttttctgctt aatttttgtg ccaatacttc 


agactat tat 


660 


gtaatgcttg 


aagatgatgt 


tcgatgttca aaaaatttct 


taactgccat 


caagaaaglc 


720 


attgcatccc 


tagaaggaac 


ttactgggta actcttgaat 


tctctaagcl 


tggctacat t 


780 


ggtaaactct 


atcattctca 


tgatctccca cgtttggccc 


attttttatt 


aatgt 1 1 tat 


840 


caagaaatgc 


ct tgtgat tg 


gctattgact catttccgtg gtctgttggc 


tcagaaaaat 


900 


gtgatccgt t 


t taaaccatc 


tctctttcag cacatgggct 


attattcatc 


atacaaaggg 


960 


acggagaata 


agctgaagga 


tgatgatttt gaagaggagt 


catttgacat 


tcctgataac 


1020 


ccccctgcaa 


gtctgtacac 


caacatgaat gtgtttgaaa 


at tatgaagc 


aagcaaggct 


1080 


tacagtagtg 


ttgatgagta 


cttttggggg aaaccacctt 


caacaggaga 


tgtttttgtg 


1140 


attgtatt tg 


aaaatccaat 


tataataaaa aaaattaaag 


taaatactgg 


aacagaagat 


1200 
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cggcaaaatg atattttgca tcatggagcc 
aaacaaaggg gacaatgttc tact tact ta 
gaaatgtcag gtgtaaatca aaaaattcca 
accaaaacac aaaaggaatg gctaattatt 



ctagatgttg gggaaaacgt tatgcctagc 1260 

agactaggag aattcaaaaa iggaaacttt 1320 

tttgatatac attgtatgag gaiatatgtc 1380 

aggagtatta gcatttggac ttct 1434 



<210> 8 
<211> 2131 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone 0M237 derived from human brain 

<220> 
<221> CDS 

<222> (114).. (1547) 
<400> 8 

ccagaaagca cagccctgat tctgcgtgag aaaggctatc tctacagaaa ctaaaacggt 60 
atcaacggtt tctgtacagc acagattatg acagcgtctt tcttaagaag aga atg 116 

Met 
1 

ttt aaa ttt cat caa atg aaa cat alt ttt gaa ata ctt gat aaa atg 164 
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Phe Lys Phe His Gin Met Lys His He Phe Glu He Leu Asp Lys Met 

5 10 15 

aga tgc ctg aga aaa cgt tct aca gtg tea ttc ttg gga gtt ctt gtc 212 

Arg Cys Leu Arg Lys Arg Ser Thr Val Ser Phe Leu Gly Val Leu Val 

20 25 30 

att ttt etc ctt ttt atg aac ttg tac att gaa gat age tat gtt ctg 260 

He Phe Leu Leu Phe Met Asn Leu Tyr He Glu Asp Ser Tyr Val Leu 

35 40 45 

gaa gga gac aaa caa ctt ata agg gaa aca tec aca cat caa ctg aat 308 

Glu Gly Asp Lys Gin Leu He Arg Glu Thr Ser Thr His Gin Leu Asn 

50 55 60 65 

tea gaa cgc tat gtt cat act ttc aag gat tta tct aat ttc tea gga 356 

Ser Glu Arg Tyr Val His Thr Phe Lys Asp Leu Ser Asn Phe Ser Gly 

70 75 80 

gcc ata aat gtc acc tat cgc tac eta get gcc aca cct tta caa aga 404 

Ala He Asn Val Thr Tyr Arg Tyr Leu Ala Ala Thr Pro Leu Gin Arg 

85 90 95 

aag egg tat ctt aca att gga ctt tct tea gta aag cga aaa aaa gga 452 

Lys Arg Tyr Leu Thr He Gly Leu Ser Ser Val Lys Arg Lys Lys Gly 

100 105 110 

aac tat tta ctt gag aca att aag tea att ttt gag caa tec age tat 500 

Asn Tyr Leu Leu Glu Thr He Lys Ser He Phe Glu Gin Ser Ser Tyr 

115 120 125 

gaa gag ctg aag gaa att tea gtg gtg att cac eta gca gac ttt aat 548 
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Glu Glu Leu Lys Glu He Ser Val Val lie His Leu Ala Asp Phe Asn 



130 



135 



140 



145 



tct tec tgg cgt gat gcc atg gtc cag gat att aca cag aaa ttt gcg 596 
Ser Ser Trp Arg Asp Ala Met Val Gin Asp He Thr Gin Lys Phe Ala 



150 



155 



160 



cac cat att att gca gga aga tta atg gtt ata cat get cca gag gag 644 
His His He He Ala Gly Arg Leu Met Val He His Ala Pro Glu Glu 



165 



170 



175 



tat tac cca ate eta gat ggc ctt aaa aga aat tac aat gat cca gaa 692 
Tyr Tyr Pro He Leu Asp Gly Leu Lys Arg Asn Tyr Asn Asp Pro Glu 



180 



185 



190 



gat aga gtc aaa ttt cgt tec aag caa aat gta gat tat act ttt ctg 740 
Asp Arg Val Lys Phe Arg Ser Lys Gin Asn Val Asp Tyr Thr Phe Leu 



195 



200 



205 



ctt aat ttt tgt gcc aat act tea gac tat tat gta atg ctt gaa gat 788 
Leu Asn Phe Cys Ala Asn Thr Ser Asp Tyr Tyr Val Me: Leu Glu Asp 



210 



215 



220 



225 



gat gtt cga tgt tea aaa aat ttc tta act gcc ate aag aaa gtc att 836 
Asp Val Arg Cys Ser Lys Asn Phe Leu Thr Ala He Lys Lys Val He 



230 



235 



240 



gca tec eta gaa gga act tac tgg gta act ctt gaa ttc tct aag ctt 884 
Ala Ser Leu Glu Gly Thr Tyr Trp Val Thr Leu Glu Phe Ser Lys Leu 



245 



250 



255 



ggc tac att ggt aaa etc tat cat tct cat gat etc cca cgt ttg gcc 932 
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Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu Ala 

260 265 270 

cat ttt tta tta atg ttt tat caa gaa atg cct tgt gat tgg eta ttg 980 

His Phe Leu Leu Met Phe Tyr Gin GIu Met Pro Cys Asp Trp Leu Leu 

275 280 285 

act cat ttc cgt ggt ctg ttg get cag aaa aat gtg ate cgt ttt aaa 1028 

Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe Lys 

290 295 300 305 

cca tct etc ttt cag cac atg ggc tat tat tea tea tac aaa ggg acg 1076 

Pro Ser Leu Phe Gin His Met Gly Tyr Tyr Ser Ser Tyr Lys Gly Thr 

310 315 320 

gag aat aag ctg aag gat gat gat ttt gaa gag gag tea ttt gac att 1124 

GIu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp lie 

325 330 335 

cct gat aac ccc cct gca agt ctg tac acc aac atg aat gtg ttt gaa 1172 

Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe Glu 

340 345 350 

aat tat gaa gca age aag get tac agt agt gtt gat gag tac ttt tgg 1220 

Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe Trp 

355 360 365 

ggg aaa cca cct tea aca gga gat gtt ttt gtg att gta ttt gaa aat 1268 

Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu Asn 

370 375 380 385 

cca att ata ata aaa aaa att aaa gta aat act gga aca gaa gat egg 1316 
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Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu Ala 

260 265 270 

cat ttt tta tta atg ttt tat caa gaa atg cct tgt gat tgg eta ttg 980 

His Phe Leu Leu Met Phe Tyr Gin Glu Met Pro Cys Asp Trp Leu Leu 

275 280 285 

act cat ttc cgt ggt ctg ttg get cag aaa aat gtg ate cgt ttt aaa 1028 

Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe Lys 

290 295 300 305 

oca tct etc ttt cag cac atg ggc tat tat tea tea tac aaa ggg acg 1076 

Pro Ser Leu Phe Gin His Met Gly Tyr Tyr Ser Ser Tyr Lys Gly Thr 

310 315 320 

gag aat aag ctg aag gat gat gat ttt gaa gag gag tea ttt gac att 1124 

Glu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp lie 

325 330 335 

cct gat aac ccc cct gca agt ctg tac acc aac atg aat gtg ttt gaa 1172 

Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe Glu 

340 345 350 

aat tat gaa gca age aag get tac agt agt gtt gat gag tac ttt tgg 1220 

Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe Trp 

355 360 365 

ggg aaa cca cct tea aca gga gat gtt ttt gtg att gta ttt gaa aat 1268 

Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val lie Val Phe Glu Asn 

370 375 380 385 

cca att ata ata aaa aaa att aaa gta aat act gga aca gaa gat egg 1316 
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Pro He lie He Lys Lys He Lys Val Asn Thr Gly Thr GIu Asp Arg 

390 395 400 

caa aat gat att ttg cat cat gga gcc eta gat gtt ggg gaa aac gtt 1364 
Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn Val 

405 410 415 

atg cot age aaa caa agg gga caa tgt tct act tac tta aga eta gga 1412 
Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu Gly 

420 425 430 

gaa ttc aaa aat gga aac ttt gaa atg tea ggt gta aat caa aaa att 1460 
Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys He 

435 440 445 

oca ttt gat ata cat tgt atg agg ata tat gtc acc aaa aca caa aag 1508 
Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin Lys 
450 455 460 465 

gaa tgg eta att att agg agt att age att tgg act tct tagccaatta 1557 
Glu Trp Leu He He Arg Ser He Ser He Trp Thr Ser 

470 475 
aatcagtatg ttcagtttct gaagcagltc ttcctgcttc gtcttttgct acctttgtct 1617 
tttggaggga aagcaatgga tgggatatgt taaaagaaac attaattaca ttggcagttt 1677 
tcatttatac attgttgaca taattttact cttaatacac acttgtattt attttaacgt 1737 
ctgaagttga atatcagtct atagctaatg ctactttcat ttatattttt aaatgttctt 1797 
agttttaaaa tttcaactga ttgtcgaaag ggtaatatga aagattttaa atgaaaaaaa 1857 
tttgttggat gatgattttt gaaaaatagt caccaactgt atatacttcc tcaagaactg 1917 
ataattcatt atatcatcag atagctttta ttaagcatct glgggaatat acagttgggt 1977 
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ggaatgataa tctggtttat tttttctgta aacttaagtt tccgltgact tctgtacatc 2037 
tacaatgaat acctcctcat agaagtggtg tctttacata attttttgtg taggtgacac 2097 
tatggaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 2131 

<210> 9 
<211> 335 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala Glu Ala Gly 

15 10 15 

Gly Pro Thr Asn Ser Thr Thr Arg Pro Pro Ser Thr Pro Glu Gly He 

20 25 30 

Ala Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro lie Phe 

35 40 45 

Phe Gly Ala Leu Arg Ser Val Arg Cys Ala Arg Gly Lys Asn Ala Ser 

50 55 60 

Asp Met Pro Glu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro He 
65 70 75 80 

He Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys He Phe 

85 90 95 

Ser Gin Glu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu 
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100 



105 



110 



Gly He Leu Ala Leu Ser His Thr lie Ser Pro Phe Met Asn Lys Phe 



115 



120 



125 



Phe Pro Ala Ser Phe Pro Asn Arg Gin Tyr Gin Leu Leu Phe Thr Gin 



130 



135 



140 



Gly Ser Gly Glu Asn Lys Glu Glu He He Asn Tyr Glu Phe Asp Thr 



145 



150 



155 



160 



Lys Asp Leu Yal Cys Leu Gly Leu Ser Ser He Val Gly Val Trp Tyr 



165 



170 



175 



Leu Leu Arg Lys Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys 



180 



185 



190 



Ser Phe Glu Ala Pro He Lys Leu Val Phe Pro Gin Asp Leu Leu Glu 



195 



200 



205 



Lys Gly Leu Glu Ala Asn Asn Phe Ala Met Leu Gly Leu Gly Asp Val 



210 



215 



220 



Val He Pro Gly He Phe He Ala Leu Leu Leu Arg Phe Asp He Ser 



225 



230 



235 



240 



Leu Lys Lys Asn Thr His Thr Tyr Phe Tyr Thr Ser Phe Ala Ala Tyr 



245 



250 



255 



He Phe Gly Leu Gly Leu Thr He Phe He Met His He Phe Lys His 



260 



265 



270 



Ala Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro 



275 



280 



285 



Val Leu Val Ala Leu Ala Lys Gly Glu Val Thr Glu Met Phe Ser Tyr 
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ct tggagatg 


tcgtcattcc 


agggatcttc attgccttgc tgctgcgctt 


tgacatcagc 


720 


t tgaagaaga 


atacccacac 


ctacttctac accagctttg cagcctacat 


cttcggcclg 


780 


ggcct tacca 


tcttcatcat 


gcacatcttc aagcatgctc agcctgccct 


cctatacctg 


840 


gtccccgcct 


gcatcggttt 


tcctgtcctg gtggcgctgg ccaagggaga 


agtgacagag 


900 


atgt tcagt t 


atgaggagtc 


aaatcctaag gatccagcgg cagtgacaga atccaaagag 


960 


ggaacagagg 


catcagcatc 


gaaggggctg gagaagaaag agaaa 




1005 



<210> 11 
<211> 1486 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Clone OA004b derived from TSBG cell 

<220> 
<221> CDS 

<222> (117).. (1121) 
<400> 11 

cacgtcactt cctgttgcct taggggaacg tggctttccc tgcagagccg gtgtctccgc 60 
ctgcgtccct gctgcagcaa ccggagctgg agtcggatcc cgaacgcacc ctcgcc atg 119 

Met 
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gac teg gcc etc age gat ccg cat aac ggc agt gee gag gca ggc ggc 167 
Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala GIu Ala Gly Gly 



5 



10 



15 



ccc ace aac age act acg egg ccg cct tec acg cce gag ggc ate gcg 215 
Pro Thr Asn Ser Thr Thr Arg Pro Pro Ser Thr Pro GIu Gly lie Ala 



20 



25 



30 



etg gcc tac ggc age etc ctg etc atg gcg ctg ctg ccc ate ttc ttc 263 
Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro lie Phe Phe 



35 



40 



45 



ggc gcc ctg cgc tec gta cgc tgc gcc cgc ggc aag aat get tea gac 311 
Gly Ala Leu Arg Ser Vai Arg Cys Ala Arg Gly Lys Asn Ala Ser Asp 



50 



56 



60 



65 



atg cct gaa aca ate acc age egg gat gcc gcc cgc ttc ccc ate ate 359 
Met Pro GIu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro lie He 



70 



75 



80 



gcc age tgc aca etc ttg ggg etc tac etc ttt ttc aaa ata ttc tec 407 
Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys lie Phe Ser 



85 



90 



95 



cag gag tac ate aac etc ctg ctg tec atg tat ttc ttc gtg ctg gga 455 
Gin GIu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu Gly 



100 



105 



110 



ate ctg gcc ctg tec cac acc ate age ccc ttc atg aat aag ttt ttt 503 
lie Leu Ala Leu Ser His Thr He Ser Pro Phe Met Asn Lys Phe Phe 
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245 250 255 

ttc ggc ctg ggc ctt acc ate ttc ate atg cac ate ttc aag cat get 935 

Phe Gly Leu Gly Leu Thr He Phe He Met His He Phe Lys His Ala 

260 265 270 

cag cct gee etc eta tac ctg gtc ccc gee tgc ate ggt ttt cct gtc 983 

Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro Val 

275 280 285 

ctg gtg gcg ctg gee aag gga gaa gtg aca gag atg ttc agt tat gag 1031 

Leu Val Ala Leu Ala Lys Gly Glu Val Thr Glu Met Phe Ser Tyr Glu 
290 295 300 305 

gag tea aat cct aag gat cca gcg gca gtg aca gaa tec aaa gag gga 1079 

Glu Ser Asn Pro Lys Asp Pro Ala Ala Val Thr Glu Ser Lys Glu Gly 

310 315 320 

aca gag gca tea gca teg aag ggg ctg gag aag aaa gag aaa 1121 

Thr Glu Ala Ser Ala Ser Lys Gly Leu Glu Lys Lys Glu Lys 

325 330 335 

tgatgcggct ggtgcccgag cctctcaggg ccagaccaga cagatggggg ctgggcccac 1181 

acaggcgtgc accggtagag ggcacaggag gccaagggca gctccaggac agggcagggg 1241 

gcagcaggat acctccagcc aggcctctgt ggcctctglt tccttctccc tttcttggcc 1301 

ctcctctgct cctccccaca ccctgcaggc aaaagaaacc cccagcttcc cccctccccg 1361 

ggagccaggl gggaaaagtg ggtgtgattt ttagattttg tattgtggac tgattttgcc 1421 

icacattaaa aactcatccc atggccaggg cgggccactg tgctcctgaa aaaaaaaaaa 1481 
aaaaa 1486 
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<210> 12 
<211> 360 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Met Arg Trp He Leu Phe He Gly Ala Leu He Gly Ser Ser He Cys 
-15 -10 -5 -1 

Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He Asn Val Arg 

15 10 15 

Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn Ser Asn Asn 

20 25 30 

Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn Arg Pro Val 

35 40 45 

AsD Val Leu Val Pro Ser Val Ser Leu Gin Aia Phe Lys Ser Phe Leu 

50 55 60 

Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr He Glu Asp Leu Gin Ala 
65 70 75 80 

Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu Gly Gin Glu 

85 90 95 

Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser Leu Glu Ala 

100 105 110 

He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro Asp Leu Ala 
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115 120 125 

Arg Arg Val Lys lie Gly His Ser Phe Glu Asn Arg Pro Met Tyr Val 

130 135 140 

Leu Lys Phe Ser Thr Gly Lys Gly Val Arg Arg Pro Ala Val Trp Leu 
145 150 155 160 

Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala Thr Ala He 

165 170 175 

Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp Pro Ala He 

180 185 190 

Thr Ser He Leu Glu Lys Met Asp He Phe Leu Leu Pro Val Ala Asn 

195 200 205 

Pro Asp Gly Tyr Val Tyr Thr Gin Thr Gin Asn Arg Leu Trp Arg Lys 

210 215 220 

Thr Arg Ser Arg Asn Pro Gly Ser Ser Cys He Gly Ala Asp Pro Asn 
225 230 235 240 

Arg Ser Trp Asn Ala Ser Phe Ala Gly Lys Gly Ala Ser Asp Asn Pro 

245 250 255 

Cys Ser Glu Val Tyr His Gly Pro His Ala Asn Ser Glu Val Glu Val 

260 265 270 

Lys Ser Val Val Asp Phe He Gin Lys His Gly Asn Phe Lys Cys Phe 

275 280 285 

He Asp Leu His Ser Tyr Ser Gin Leu Leu Met Tyr Pro Tyr Gly Tyr 

290 295 300 

Ser Val Lys Lys Ala Pro Asp Ala Glu Glu Leu Asp Lys Val Ala Arg 
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305 310 315 320 

Leu Ala Ala Lys Ala Leu Ala Ser Val Ser Gly Thr Glu Tyr Gin Val 

325 330 335 

Gly Pro Thr Cys Thr Thr Val Leu 

340 



<210> 13 
<21i> 1080 
<212> DNA 



<213> Homo 


sapiens 




<400> 13 






atgaggtgga 


tactgt teat 


tggggccctt 


t tttttgggg 


accaagttt t 


taggat taat 


agtcaactag 


tgaat tcaaa 


caact tgaag 


aatcggcctg 


tggatgtcct 


ggtcccatct 


agatcccagg 


get tagagta 


cgcagtgaca 


gaagatgatg 


aaatgcaaca 


caatgaaggg 


ggggcttacc 


at tccctgga 


agctatttac 


cctgacctgg 


cgaggagggt 


gaagattgga 


ctgaagt tea 


gcactgggaa 


aggcgtgagg 


cat tcccgag 


agtggatctc 


ccaggccact 


gat taccaga 


gggatccagc 


tatcacctcc 



attgggtcca 


gcatctgtgg ccaagaaaaa 


60 


gtcagaaatg 


gagacgagat 


cagcaaat tg 


120 


ctcaatttct 


ggaaatctcc 


ctcctcct tc 


180 


gtcagtctgc 


aggcat t taa 


alccttcctg 


240 


at tgaggacc 


tgcaggccct 


tttagacaat 


300 


caagaacgga 


gcagtaataa 


ct tcaactac 


360 


cacgagatgg 


acaacat tgc 


cgcagact 1 1 


420 


cattcgt ttg 


aaaaccggcc 


gatgtatgta 


480 


cggccggccg 


tt tggctgaa 


tgcaggcatc 


540 


gcaatctgga 


cggcaaggaa gattgtatct 


600 


atct tggaga 


aaatggatat 


tttcttgttg 


660 
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cctgtggcca atcctgatgg atatgtgtat 

acgcggtccc gaaatcctgg aagctcctgc 

gctagttttg caggaaaggg agccagcgac 

cacgccaatt cggaagtgga ggtgaaatca 

ttcaagtgct tcatcgacct gcacagctac 

tcagtcaaaa aggccccaga tgccgaggaa 

gctctggctt ctgtgtcggg cactgagtac 



actcaaactc aaaaccgatt atggaggaag 720 
attggtgctg acccaaatag aagctggaac 780 
aacccttgct ccgaagtgta ccatggaccc 840 
gtggtagatt tcatccaaaa acatgggaat 900 
tcgcagctgc tgatgtatcc atatgggtac 960 
ctcgacaagg tggcgaggct tgcggccaaa 1020 
caagtgggtc ccacctgcac cactgtctta 1080 



<210> 14 
<211> 3156 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone OAF075b derived from human bone marrow stroma cell HAS303 

<220> 

<22l> CDS 

<222> (11)., (1090) 

<220> 

<22I> sigjeptide 
<222> (11)., (58) 
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<220> 

<22I> matjept ide 
<222> (59).. (1090) 

<400> 14 

ccccggggac atg agg tgg ata ctg ttc att ggg gcc ctt att ggg tec 49 

Met Arg Trp He Leu Phe lie Gly Ala Leu He Gly Ser 
-15 -10 -5 

age ate tgt ggc caa gaa aaa ttt ttt ggg gac caa gtt ttt agg att 97 
Ser He Cys Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He 

-11 5 10 

aat gtc aga aat gga gac gag ate age aaa ttg agt caa eta gtg aat 145 
Asn Val Arg Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn 

15 20 25 

tea aac aac ttg aag etc aat ttc tgg aaa tet ccc tec tec ttc aat 193 
Ser Asn Asn Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn 
30 35 40 45 

egg cct gtg gat gtc ctg gtc cca tct gtc agt ctg eag gca ttt aaa 241 
Arg Pro Val Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys 

50 55 60 

tec ttc ctg aga tec cag ggc tta gag tac gca gtg aca att gag gac 289 
Ser Phe Leu Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr He Glu Asp 

65 70 75 
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<220> 

<221> matjept ide 
<222> (59)., (1090) 

<400> 14 

ccccggggac atg agg tgg ata ctg ttc att ggg gcc ctt att ggg tec 49 

Met Arg Trp He Leu Phe He Gly Ala Leu He Gly Ser 
-15 -10 -5 

age ate tgt ggc caa gaa aaa ttt ttt ggg gac caa gtt ttt agg att 97 
Ser He Cys Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He 

"11 5 10 

aat gtc aga aat gga gac gag ate age aaa ttg agt caa eta gtg aat 145 
Asn Val Arg Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn 

15 20 25 

tea aac aac ttg aag etc aat ttc tgg aaa tct ccc tec tec ttc aat 193 
Ser Asn Asn Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn 
30 35 40 45 

egg cct gtg gat gtc ctg gtc cca tct gtc agt ctg cag gca ttt aaa 241 
Arg Pro Val Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys 

50 55 60 

tec ttc ctg aga tec eag ggc tta gag tac gca gtg aca att gag gac 289 
Ser Phe Leu Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr lie Glu Asp 

65 70 75 
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ctg cag gcc ctt tta gac aat gaa gat gat gaa alg caa cac aat gaa 337 

Leu Gin Ala Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu 

80 85 90 

ggg caa gaa egg age agt aat aac ttc aac tac ggg get tac cat tec 385 

Gly Gin Glu Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser 

95 100 105 

ctg gaa get att tac cac gag atg gac aac att gee gca gac ttt cat 433 

Leu Glu Ala He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro 
110 115 120 125 

gac ctg gcg agg agg gtg aag att gga cat teg ttt gaa aac egg ccg 481 

Asp Leu Ala Arg Arg Val Lys He Gly His Ser Phe Glu Asn Arg Pro 

130 135 140 

atg tat gta ctg aag ttc age act ggg aaa ggc gtg agg egg ccg gcc 529 

Met Tyr Val Leu Lys Phe Ser Thr Gly lys Gly Val Arg Arg Pro Ala 

145 150 155 

gtt tgg ctg aat gca ggc ate cat tec cga gag tgg ate tec cag gcc 577 

Val Trp Leu Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala 

160 165 170 

act gca ate tgg acg gca agg aag att gta tct gat tac cag agg gat 625 

Thr Ala He Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp 

175 180 185 

cca get ate acc tec ate ttg gag aaa atg gat att ttc ttg ttg cct 673 

Pro Ala He Thr Ser He Leu Glu Lys Met Asp He Phe Leu Leu Pro 
190 195 200 205 
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gig gcc aat cct gat gga tat gtg tat act caa act caa aac cga tta 721 

Val Ala Asn Pro Asp Gly Tyr Val Tyr Thr Gin Thr Gin Asn Arg Leu 

210 215 220 

tgg agg aag acg egg tec cga aat cct gga age tec tgc att ggt get 769 

Trp Arg Lys Thr Arg Ser Arg Asn Pro Gly Ser Ser Cys He Gly Ala 

225 230 235 

gac cca aat aga age tgg aac get agt ttt gca gga aag gga gee age 817 

Asp Pro Asn Arg Ser Trp Asn Ala Ser Phe Ala Gly Lys Gly Ala Ser 

240 245 250 

gac aac cct tgc tec gaa gtg tac cat gga ecc cac gcc aat teg gaa 865 

Asp Asn Pro Cys Ser Glu Val Tyr His Gly Pro His Ala Asn Ser Glu 

255 260 265 

gtg gag gtg aaa tea gtg gta gat ttc ate caa aaa cat ggg aat ttc 913 

Val Glu Val Lys Ser Val Val Asp Phe He Gin Lys His Gly Asn Phe 

270 275 280 285 

aag tgc ttc ate gac ctg cac age tac teg eag ctg ctg atg tat eca 961 

Lys Cys Phe He Asp Leu His Ser Tyr Ser Gin Leu Leu Met Tyr Pro 

290 295 300 

tat ggg tac tea gtc aaa aag gcc cca gat gcc gag gaa etc gac aag 1009 

Tyr Gly Tyr Ser Val Lys Lys Ala Pro Asp Ala Glu Glu Leu Asp Lys 

305 310 315 

gtg gcg agg ctt gcg gcc aaa get ctg get tct gtg teg ggc act gag 1057 

Val Ala Arg Leu Ala Ala Lys Ala Leu Ala Ser Val Ser Gly Thr Glu 
320 325 330 
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tac caa gtg ggt ccc acc tgc acc act gtc tta taaactgcca aaactgggag 1110 
Tyr Gin Val Gly Pro Thr Cys Thr Thr Val Leu 
335 340 



atactcatca 


gat tgcteca 


acagaagagg 


aggaaggctc 


tcccgagggc 


tgtccaggag 


1170 


acataaaat t 


tctacctt 1 1 


cttttctttt 


tgaaatggag 


t ttcgtttcg 


etcttgttgc 


1230 


ccaggctgga 


gtgeaatggc 


gtgatctcca 


ctcatcgcaa 


ct tccgcctc 


ccaggt tcaa 


1290 


gcgattcccc 


tgcctcagcc 


tcccgagtaa 


ctgggattat 


aggcatgtgc 


cceaccccea 


1350 


actaatt ttt 


gtatttttag 


tagagatggg 


gtttetccat 


gt tggtcagt 


ctggtcttga 


1410 


gctcccgacc 


tcaggtgatc 


tgcccgcctc 


ggcctctcaa 


agtgctggga 


ttacaggcgt 


1470 


gage cac age 


aeccggccaa 


aatgtccacc 


ttttctaaga 


gcccatct tc 


catat tct tt 


1530 


ataggccttg 


tctgtccttg 


ttt tttcaaa 


aaaaaaacaa 


tcaatt tttg 


tataatagea 


1590 


ctctatccaa 


cgccataggt 


tatggtgtgt 


getaeataca 


cagtcgacgt 


ttgtcctttc 


1650 


aagtgctggg 


ccttt tccta 


gatcgccatt 


ttagaggaaa 


ataattctaa 


aatggatt tt 


1710 


acactcttct 


gcctlctaaa 


acagagcatg 


gagaagaga t 


ttaagcccct 


t ttt tcatgg 


1770 


ttaagtgtac 


t tetcaacct 


cagt tcgtat 


atgctaaagg 


cctactctgc 


cgtcttggac 


1830 


tgt ttggacc 


ttctgctaaa 


tgatcctggc 


ctgttttcct 


tcttgtgttt 


gctt tgtaga 


1890 


gttttgtgtc 


tcctt tctcc 


tgccagactg 


tcagcagtag 


eltgtattgc 


ttcaggccaa 


1950 


cagcctctag 


caaccctttc 


cectcctctt 


cactgattct 


gc tec aggaa 


gggcttggaa 


2010 


acaagttctt 


tgggttcatc 


tgact tgtgg 


ataaeacagt 


ttcatgtact 


ttttgtagtt 


2070 


cataagcgtg 


gtgattgggt 


t ttcacgctc 


atgtgtgaca 


tatgcct tec 


tccaat tt tg 


2130 


ttacaatgtt 


ggtgcgttac 


ccatcagaca 


tgggggaaga 


aagggtgttc 


atgacagcat 


2190 


tatccatagt 


tacaaaagac 


atgtacaggg 


gccaagggaa 


aact tcccct 


ttgcct tctg 


2250 


aaggttcat t 


gaaaaatcaa 


ctgaccaaag 


gcagatcgat 


aggagaaaag 


gcataeaaaa 


2310 


ttttatttta 


gtgtgcatgg 


cacaggggaa 


tcacaggaga 


atgatt tccc 


aataacccaa 


2370 
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tggggcacag aagcttgtat accctttttc atacaggagg gaggagatgt atggactggg 2430 
gaggtgggag gcagatatta caggaaggtg aggggcggag ctgtacagga acaaagcttg 2490 
tcttattaag cagataaagt cctccaggca atctcttgga gctgctctca gaagaataga 2550 
tgaagtctgt ctgggtgtgg tgatgattcc cagtctcatc tcttctggtg gtttatcttt 2610 
cttggttatt tgatgagacc tctagggagg gtgtttaaga caattgcatt tcttttggaa 2670 
agatgctttc ttggtcagat gaggaaattt ccaaagacag acagtccctc cctgtgtttg 2730 
gtggtggggc aggtatgggg aacaagaagt tagagggacc ttggttcggg ggcggcttct 2790 
gagggccctc agcatgtcaa aacatcagcc tttgggatat cactttctga gccccaaccc 2850 
ttgtaagtgt ctaaaatgtc cacctagaga atgcaggata aatacacatt tggtgcattc 2910 
acacaatgca gcactacgga gcccttaaat gaatgaggta gatctatgtg cgctaaaagg 2970 
gaatactcac caattgttaa ttgaaaaata catgtgcaga acagcgttaa tagtgtgttc 3030 
ccattttttg ttgttgttat tgtttttaaa gagtaggtag actttcagca gggacccaaa 3090 
taaagtgaag tttacaaact tcgtcatttt gactgaaaaa aaaaaaaaaa aaaaaaaaaa 3150 
aaaaaa 3156 

<210> 15 
<211> 35 
<212> DNA 

<213> Artificial Sequence 



<22G> 



<223> Description of Artificial Sequence :Priiner 
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<400> 15 

cgattgaatl ctagacctgc ctcgagnnnn nnnnn 

<210> 16 
<2U> 27 
<212> DNA 

<213> Arti f icial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer ocooi-Fi 
<400> 16 

gtccttcagc aaaacagtgg atttaaa 27 

<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rPrimer OM237-F1 
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<400> 17 



ccagaaagca cagccctgat Ictgcgt 



27 



<210> 18 
<21I> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequeiice:Priffler oaoo4-fi 
<220> 

<221> modified base 
<222> 1 

<223> biotin conjugated base 
<400> 18 

atgcacatct tcaagcatgc tcag 24 

<210> 19 
<211> 27 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial SequencerPriiner OAF075-F1 
<400> 19 

ccccggggac atgaggtgga tactgtt 27 
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